Abstract
Webcutter provides a free and easy-to-use interface for the analysis of restriction sites in any sequence.
Content
Webcutter provides a free and easy-to-use interface for the analysis of restriction sites in any sequence. You can cut-and-paste your sequence or upload a sequence file. Lots of options are provided for selecting and visualizing restriction sites. In addition, it is possible to detect sites introduced by silent mutagenesis, to treat the sequence as circular, and to search for the sequence in GenBank using the accession number. There is a link to REBASE, the restriction enzyme database, and information on ordering restriction enzymes. The list of restriction enzymes is exhaustive and covers all those commonly used. Navigation Navigation is straightforward, with input and options all on the same page.
Reporter's comments Timeliness
The current version is the Webcutter 2.0, released in 1997.
Best feature
